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Abstract:

It is pervious observed that the type 1 diabetes is a type of diabetes in which patient have the higher level of sugar
and glucose level. It is caused by the two main auto antibodies anti gad and anti ia2. It is observed that these two
antibodies are responsible for making of insulin due to these two auto antibodies the destruction of beta cells begin
that cause no observance of insulin in the blood cell. It is also observed that the what glycated hemoglobin what it
effects in a body. It is also observed in this study that the how glycated hemoglobin what its plays a role in a
glycemia in a diabetes. It is also observed in this study that the how the environmental and the genetic factors effect
on all that. It is also observed in previous study that the how the genes of parents and grandparents effects on the
child it is also observed that the child from the previous background of type 1 diabetes have greater than the 11
percent more chances of diabetes in a future. It is also observed that the patient have from type 1 diabetes had more
chances of the diabetes in a future. It is also observed in the previous studied that the child are not from the diabetes
background have less chances of diabetes in a future. For the calculating of that the genetic determinants we use a
study called the genome wide study. For the calculation for the different study we use the analysis methods it is
called the Meta analysis.
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INTRODUCTION:

Diabetes have its two form 1st form is a form of
diabetes in which patient have a higher level of sugar
and glucose level [1]. The form 2 diabetes is a type of
diabetes which effects and metabolizes the sugar
level of a body and the other important fuels of a
body which helps a body for running in the normal
condition [2]. It is observed that the important part of
a body is the glycated hemoglobin it is generally
associated with the blood glycemia [3]. The hba also
called the glycated hemoglobin [4]. It is also
observed that the body hba also used to observe the
glycemic control [5]. The hba also used to find the
form 2 diabetes. In which the important fuel of body
become less [6]. By using the hba we find the
glycemic level of a body it is also observed that the
using of drugs and other insulin things it affects the
hba level [7]. We already performed the experiment
on the hc subject by using the Meta analysis in mayo
hospital Lahore [8].

METHODOLOGY:
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This study performed in the mayo hospital Lahore. It
is kept in eye that the data is collected from the
laboratory in the mayo hospital Lahore. It is observed
that the all patients all have a strictly clinical
observation. It is observed that the sex age and the
patient from the background of diabetes. It is also
taken the test called the albumin excreation rate by
using all the overnight. This test had taken after the
every 24 hours. In this test we collected the urine of
the patient. We observed that the we have a patient of
age<39 years. It is also observed that the all patients
have met a insulin treatment in the last year. After the
diabetes 1 had detected in the body. It is kept in eye
that patient should have the treatment in the last year.
We also study that the is patient have from the
genetic diabetes background or not. In this study we
perform the calculation of power and it is observes
with the quanto. Quanto is software which is used to
find the power of a degree. As it shown in the
following figure. In the following picture it is shows
that the patients have the hba. It also shows the gawas
study it is also observed that the linear mixed vales as
shown in following figure.
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The result of this study is that the hba level of a body is 9.0 and have the 2as shown in above figure. This value has
been observed by using the software called the quanto. It is observed that the according to genetic effect the chances
included the genetic view of the body is that the is the patient are from the form 1 diabetes or not. It is also that the
chromosome level of the body according to the log value as shown in following figure.
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It is also shows the table according to the different result and are from the variant and according to the position and
according to the according to the gene level. As shown in the following figure. The result also shows that the variant
and maf and the according to the sas eas and according to the different levels as shown in the following figure.

DISCUSSION:

We performed this study in mayo hospital Lahore it
is shows that the patient have from the genetic
background have the issue of the diabetes [9].1t is
observed that the patient have from diabetes
generally have the 11 percent more chances to have
diabetes in the future we performed this study by
using the meta analysis method and by using the
software called the quanto software by using the
quanto software we are able to find the value of the
degree [10]. It is also observed that the for the further
findance[11]. We used the method of we also used
the gawas study [12]. Other study to find this result
the above figure shown the result according to the
different values [13]. Oher types of diabetes and we
also using to analysis called the metaanalysis [14].
Some times we see that patients have genetically
these diseases in them [15]. Some of them do not
have geneticall they randomly get infected with this
disease [16]. We find different these types of findings
which conclude us to do accurate treatment [17]. So
to do treatment first we have to analyze our disease
[18]. After this we can do good medication with
which patient can survive [19]. Self care is important
more than everything [20].

CONCLUSION:

This study had been performed in the mayo hospital
Lahore. It is observed that the patient must include
the have the age of age < 39 it is also observed that
the patient must have the insulin treatment. It is
observed that the patient must have the treatment of
the insulin in past year since they have the reported
as diabetes. In this study we also find that the patient
must have the hba. In this study it is also proved that
the type 2 diabetes is a type of diabetes in which
patient have loss the important chemical and the
energy of the body it is also observed that in this
study we have to find the glycemic variability in the
patient which is used to find the patient have the
diabetes or not. It is kept in eye that patient should
have the treatment in the last year. We also study that
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the is patient have from the genetic diabetes
background or not. In this study we perform the
calculation of power and it is observes with the
quanto. It is observed that the sex age and the patient
from the background of diabetes. It is also taken the
test called the albumin excreation rate by using all the
overnight. This test had taken after the every 24
hours. In this test we collected the urine of the
patient. It is observed that the above figure in this
study shows the result according to the different
group values. It is also observed in previous study
that the how the genes of parents and grandparents
effects on the child it is also observed that the child
from the previous background of type 1 diabetes have
greater than the 11 percent more chances of diabetes
in a future.
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